Genetisk trend
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Genetisk trend - egenskapskategorier
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Genfrekvens for kollethet
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Genfrekvens for letale gen
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Kaseinvarianter
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Kappakasein B Kappakasein E

Kappakasein A

Betakasein Al ------ Betakasein A2

Totalt antall genotyper i avisverdiberegningene
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