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Genetisk trend - Egenskapskategorier
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Fgdselsar for alle genotypa NRF-dyr

Letale gen

12%

10%

X X X
© © <

SUIAY)3IJUIDH

2%

0%

2010 2011 2012 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022

Fgdselsar for alle gnetoypa dyr

BTA8

BTA12_del

AH1




Kasein-varianter
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Totalt antall genotyper
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Avismessig utvikling 2001-2022

60
50
40

30 ——

—Avisverdi =——Mjolk =——Kjolt =——Jurhelse =——=Frukibarhet =——Jureksterior =———Bein =—Klauv

1 2022 var 42 % av de fedte
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Prosent baerere av enkeltgen-defekter 2010-2022
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